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Quantification	of	samples	prior	to	submission	
	
DNA/RNA	samples	should	be	quantified	using	fluorimetric	methods	(e.g.	Qubit,	Quant-iT,	Picogreen	for	
dsDNA	and	Ribogreen	for	RNA).	We	do	not	recommend	the	use	a	Nanodrop	Spectrophotometer	for	
quantification	of	nucleic	acids	submitted	for	NGS.	
	
Please	send	samples	at	the	required	concentrations	(indicated	below).	
	
The	quality/purity	of	your	sample	should	be	estimated	using	spectrophotometric	methods	(e.g.	Nanodrop	
spectrophotometer).	The	minimum	requirements	for	DNA/RNA	are	specified	below	under	the	Genomic	
DNA	and	Total	RNA	sections.	
	
Pictures	of	agarose	gels	and/or	electropherograms	(from	Agilent	BioAnalyser	or	Agilent	TapeStation)	
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Sequencing	libraries	
	
User-provided	libraries	should	be	provided	in	Illumina	EBT	buffer	at	5-10	nM	concentration	and	minimum	
volume	of	20µl.	Use	the	following	formula	to	calculate	the	concentration	of	your	libraries:	
nM	=	(ng	per	uL	of	DNA	x	1,000,000)	/	(Number	of	base	pairs	x	660).	
	
	
Note:	On	receipt	of	samples	we	will	perform	additional	Quality	Control	tests	prior	to	sequencing	and	will	
contact	you	if	there	are	any	issues	with	sample	quality.	
	
	


